Reference Sire

FERGUSON TRAILBLAZER 239E*Y

BORN
IDENT
REG’N

18/02/2017
USA18996007
HBR

MYTTY IN FOCUS*
AARTEN X 7008 S A%
A AR LADY KELTON 5551*

O C C EMBLAZON 854E*
LD EMBLAZON 999*Y
SH FOREVER LADY 3124 5118*

AMEF,CAF,DDF,NHF,MH-
SIRE: USA17262835 V A R DISCOVERY 2240 DAM: USA17717153 MOLITOR999 BARBELLA 940-3012* F.OHF.OSE
SITZ UPWARD 307R* S AV FINAL ANSWER 0035% ! !
DEER VALLEY RITA 0308* MOLITOR FA BARBELLA 389-940*
G AR OBJECTIVE 2345* MOLITOR5321 BARBELLA9027 389* ]
TACE| April 2023 TransTasman Angus Cattle Evaluation Sﬁ'g;ggsn
T @2 CE | Gest. | Birth | 200 | 400 | 600 ) Dto | Carc Rib | Rump o o
Dir | Dtrs | Lgth. | Wt. | Wt | Wt | W MCW | Milk [Scrotal calv | wt. EMA Fat Fat RBY% | IMF% | NFI-F | Doc | Claw | Foot | Leg | SA | SA-L
EBV | +3.2 [+5.3 | -7.5 | +3.9 | +72 | +130 |+174 | +166 | +15 | +2.5 | -5.5 | +93 | +3.4 | +0.6 | -0.8 | -1.1 | +4.4 |+0.35| +36 |+1.161+1.12/+0.92 $250| $464
ACC | 72% | 55% | 98% | 96% | 94% | 93% | 92% | 86% | 79% | 91% | 50% | 83% | 83% | 81% | 79% | 75% | 83% | 60% | 76% | 81% | 81% | 65%

Traits Observed: Genomics

Reference Sire

MOGCK ENTICE®Y

Statistics Number of Herds: 22, Prog Analysed: 296, Genomic Prog: 165

BORN
IDENT

31/01/2017
USA18952921

SYDGEN GOOGOL*
SYDGEN EXCEED 3223%
SYDGEN FOREVER LADY 1255*
SIRE: USA18170041 SYDGEN ENHANCE®"
SYDGEN LIBERTY GA 8627*
SYDGEN RITA 2618*
FOX RUN RITA 9308"

DAM:

REG'N HBR
MOGCK SURE SHOT*
MOGCK SURE SHOT 253*
MOGCK MISS 61*
USA18334720 MOGCK ERICA 2255*
CONNEALY 5050 611B*
MOGCK ERICA 2162*
MOGCK ERICA 08*

AMF,CAF,DDF,NHF,OHF,OSF

TACE| April 2023 TransTasman Angus Cattle Evaluation Slilsgggsn
] CE CE | Gest. | Birth | 200 | 400 | 600 . Dto | Carc Rib | Rump

Dir | Dtrs | Lgth. | Wt. | Wt | Wt | Wi MCW | Milk |[Scrotal calv | we. EMA Fat Fat RBY% | IMF% | NFI-F | Doc | Claw | Foot | Leg | SA | SA-L
EBV | +5.6 |+1.6 | -7.9 | +5.2 | +71 | +129 |+166 | +154 | +22 | +4.3 | -2.9 | +91 | +6.8 | -4.3 | -6.8 | +0.9 | +1.7 | -0.65 | +41 |+0.72/+0.96/+0.96 $221| 8414
ACC | 73% | 55% | 98% | 97% | 95% | 94% | 94% | 87% 80% 92% | 44% | 83% 83% 82% 79% 75% 84% 57% 86% | 98% | 98% | 71%

Traits Observed: BWT,Genomics

Reference Sire

BALDRIDGE 38 SPECIAL?Y

Statistics Number of Herds: 25, Prog Analysed: 409, Genomic Prog: 188

BORN
IDENT

13/01/2015
USA18229487

BASIN FRANCHISE P142*
EF COMPLEMENT 8088°
EF EVERELDA ENTENSE 6117#

REG'N HBR
SITZ UPWARD 307R%
STYLES UPGRADE J59*

#
PLAINVIEW LASSIE 71B AMF,CAF.DDF,NHF, MAF.0S-

SIRE: USA17082311 EF COMMANDO 1366"Y DAM: USA17149410 BALDRIDGE ISABEL Y69* F RGE
B/R AMBUSH 28* BALDRIDGE KABOOM K243 KCF* !
RIVERBEND YOUNG LUCY W1470* BALDRIDGE ISABEL T935%
RIVERBEND YOUNG LUCY T1080" BALDRIDGE ISABEL P4527* ]
TACE! April 2023 TransTasman Angus Cattle Evaluation Slilggygsn
CE | CE |Gest. | Birth | 200 | 400 | 600 ) Dto | Carc Rib | Rump o o
Dir | Dtrs | Lgth. | W, Wi Wi Wt MCW | Milk |Scrotal calv | wt. EMA Fat Fat RBY% | IMF% | NFI-F | Doc | Claw | Foot | Leg SA | SA-L
EBV | +9.1 (+7.4| -5.4 | +2.9 | +64 | +111 |+145 | +110 | +23 | +2.8 | -4.6 | +74 | +7.2 | +0.4 | -1.3 | -0.2 | +2.7 |+0.29| +15 |+0.62+0.82 +0.86 s249| 8425
ACC | 87% | 69% | 99% | 98% | 98% | 98% | 98% | 91% | 87% | 97% | 55% | 87% | 88% | 86% | 85% | 80% | 87% | 65% | 97% | 99% | 99% | 93%

Traits Observed: Genomics

Reference Sire

BALDRIDGE COMPASS C041°V

Statistics Number of Herds: 80, Prog Analysed: 1386, Genomic Prog: 699

BORN
IDENT
REG’N

14/01/2015
USA18229488
HBR

BASIN FRANCHISE P142*
EF COMPLEMENT 8088
EF EVERELDA ENTENSE 6117*

SITZ UPWARD 307R*Y
STYLES UPGRADE J59*
PLAINVIEW LASSIE 71B*

AMF,CAF,DDF,NHF,MH-
SIRE: USA17082311 EF COMMANDO 1366°" DAM: USA17149410 BALDRIDGE ISABEL Y69* F OHE.OSF
B/R AMBUSH 28" BALDRIDGE KABOOM K243 KCF* ! !
RIVERBEND YOUNG LUCY W1470* BALDRIDGE ISABEL T935%
RIVERBEND YOUNG LUCY T1080" BALDRIDGE ISABEL P4527%
TACE| April 2023 TransTasman Angus Cattle Evaluation Sﬁ'g;ggsn
CE CE | Gest. | Birth | 200 | 400 | 600 . Dto | Carc Rib | Rump o o
Dir | Dtrs | Lgth. | Wt. | Wt | W | W MCW | Milk |Scrotal calv | wt. EMA Fat Fat RBY% | IMF% | NFI-F | Doc | Claw | Foot | Leg | SA | SA-L
EBV | +7.5 |+3.4| -3.7 | +2.9 | +60 | +106 |+133 | +89 | +32 | +1.7 | -4.0 | +69 | +8.2 | +0.1 | -0.2 | +0.3 | +2.9 |+0.39| +21 |+0.66+0.70+0.84 4255 $407
ACC | 89% | 75% | 99% | 98% | 98% | 98% | 98% | 95% | 94% | 97% | 60% | 91% | 90% | 90% | 90% | 85% | 90% | 71% | 96% | 97% | 97% | 91%

Traits Observed: Genomics

Statistics Number of Herds: 74, Prog Analysed: 924, Genomic Prog: 581




BORN  26/09/2015

Reference Sire EF PRIME QUARTER 5369"Y IDENT  USA18232879
REG’'N HBR
CONNEALY CONSENSUS* CRABEXTOR 872 5205 608"
CONNEALY CONSENSUS 7229% G AR PROPHET*
BLUE LILLY OF CONANGA 16* G A R OBJECTIVE 1885*
AMF,CAF,DDF,NHF,MH-
SIRE: USA17171587 V A R GENERATION 2100V DAM: USA17756888 EF RITA 3422* F OHE.OSF
CONNEALY ONWARD* G AR PREDESTINED* ’ ’
SANDPOINT BLACKBIRD 8809* EF RITA 7328*
RIVERBEND BLACKBIRD 4301* A PLUS RITA 5H11 8009* i
TACE| April 2023 TransTasman Angus Cattle Evaluation Sﬁlsgsgsn
O CE CE | Gest. | Birth | 200 | 400 | 600 . Dto | Carc Rib | Rump o o
Dir | Dtrs | Lgth. | Wt. | Wt | Wt | W MCW | Milk |Scrotal calv | wt. EMA Fat Fat RBY% | IMF% | NFI-F | Doc | Claw | Foot | Leg | SA | SA-L
EBV | +5.0 (+7.9| -8.8 | +3.3 | +59 | +96 |+117 | +71 | +14 | +1.8 | -4.0 | +65 | +6.8 | +0.0 | -0.8 | +0.0 | +3.0 |+0.30| +41 |+0.96+0.84|+0.92 $247|$382
ACC | 73% | 61% | 96% | 95% | 93% | 94% | 92% | 86% | 80% | 92% | 54% | 83% | 82% | 81% | 79% | 76% | 83% | 63% | 64% | 81% | 81% | 72%
Traits Observed: Genomics Statistics Number of Herds: 12, Prog Analysed: 140, Genomic Prog: 68

BORN  08/09/2015

Reference Sire G A R PROACTIVEYY IDENT  USA18333424
REG'N HBR
B AR EXT TRAVELER 205* BOYD NEW DAY 8005*
C R A BEXTOR 872 5205 608* MCC DAYBREAK?
CRA LADY JAYE 608 498 S EASY* MCC MISS FOCUS 134*
AMF,CAF,DDF,NHF,DWF,MH-
SIRE: USA16295688 G A R PROPHET"Y DAM: USA17056864 G A R DAYBREAK 1521* F.OHF.OSF.RGF
S S OBJECTIVE T510 0T26* G AR NEW DESIGN 5050* ! ! !
G AR OBJECTIVE 1885* G AR 5050 NEW DESIGN 1039
G AR 1407 NEW DESIGN 2232% G AR OBJECTIVE 2345* ‘
TAFE April 2023 TransTasman Angus Cattle Evaluation Slilsgggsn
gﬁ Dctfs f;:; E&:h \ZA(I):J 33? &c;to MCW | Milk |Scrotal 2;:’ f;:c EMA ';i;t’ R‘F’:t'p RBY% | IMF% | NFI-F | Doc | Claw | Foot | Leg | SA | SA-L
EBV | +3.1 [+6.6 | -3.0 | +3.1 | +68 |+116 |+154 | +127 | +19 | +1.7 | -49 | +83 | +6.3 | -3.6 | -6.3 | +0.9 | +1.8 |-0.23 | +26 (+1.08+1.16/+1.22 s242|8a17
ACC | 73% | 61% | 96% | 93% | 93% | 93% | 92% | 89% | 83% | 89% | 56% | 84% | 84% | 83% | 81% | 77% | 85% | 65% | 86% | 92% | 91% | 69%

Traits Observed: Genomics Statistics Number of Herds: 9, Prog Analysed: 84, Genomic Prog: 75

BORN  08/10/2013

Reference Sire K C F BENNETT THEROCK A473"Y IDENT  USA17849954
REG’'N HBR
NICHOLS EXTRA H6* RITO 112 OF 2536 RITO 6167
NICHOLS EXTRA K205* GAR-EGL PROTEGE*
NICHOLS BLACK HEIRESS F346" L B 6807 ISABEL 3397
SIRE: USA16430862 K C F BENNETT SOUTHSIDE?Y  DAM: USA16430913 K C F MISS PROTEGE W148* AMF,CAF,DDF,NHF
BON VIEW NEW DESIGN 208 C A FUTURE DIRECTION 53217
K CF MISS 208 S11* BREELA OF CONANGA 3991%
K CF MISS 338 P14* BREESHA OF CONANGA 1251* .
TACE! April 2023 TransTasman Angus Cattle Evaluation Slilggygsn
CE | CE |Gest. | Birth | 200 | 400 | 600 ) Dto | Carc Rib | Rump o o
Dir | Dtrs | Lgth. | W, Wi Wi Wt MCW | Milk |Scrotal calv | wt. EMA Fat Fat RBY% | IMF% | NFI-F | Doc | Claw | Foot | Leg SA | SA-L
EBV | +0.9 |+3.9| -9.2 | +4.6 | +63 |+113 |+134| +137 | +16 | +2.9 | -5.4 | +83 | +2.5 | -3.0 | -5.1 | -0.2 | +2.6 | -0.07 | +15 |+1.32/+1.28(+1.08 s196|$372
ACC | 75% | 60% | 97% | 95% | 93% | 93% | 93% | 88% | 88% | 89% | 48% | 86% | 83% | 83% | 80% | 77% | 84% | 59% | 79% | 95% | 95% | 39%
Traits Observed: Genomics Statistics Number of Herds: 19, Prog Analysed: 197, Genomic Prog: 106

BORN  13/08/2017

Reference Sire ALUMY CREEK SANDMAN NO081%V IDENT  NKENOS1
REG’'N HBR
CRABEXTOR 872 5205 608" BASIN EXPEDITION R156"
G A R PROPHET* BASIN EXCITEMENT™
G A R OBJECTIVE 1885* BASIN LADY S532 AK*
SIRE: USA17889422 CONNEALY SANDMAN®Y DAM: NKEL0O64 ALUMY CREEK DORIS L064* AMFU,CA2%,DDFU,NHFU
D R SIERRA CUT 7404* EXAR UPSHOT 0562B*
BOTRENNA OF CONANGA 2125* ALUMY CREEK DORIS J60*
BOTTA OF CONANGA 0583 ALUMY CREEK DORIS D25
TACE| April 2023 TransTasman Angus Cattle Evaluation Sﬁlsgsgsn
CE CE | Gest. | Birth | 200 | 400 | 600 . Dto | Carc Rib | Rump o o
Dir | Dtrs | Lgth. | Wt. | Wt | Wt | W MCW | Milk |Scrotal calv | wt. EMA Fat Fat RBY% | IMF% | NFI-F | Doc | Claw | Foot | Leg | SA | SA-L
EBV | +1.7 | -0.7 | -5.3 | +5.0 | +63 | +98 |+131| +99 | +24 | +1.0 | -1.7 | +70 | -0.5 | -1.9 | -2.9 | -1.3 | +5.3 |-0.22 | +7 |+1.18+0.82/+1.04 s188|$314
ACC | 62% | 47% | 84% | 83% | 82% | 82% | 84% | 78% | 65% | 79% | 41% | 71% | 68% | 71% | 70% | 65% | 70% | 52% | 61% | 65% | 65% | 57%

Traits Observed: GL,BWT,200WT,600WT(x2),SC,Scan(EMA,Rib,Rump,IMF),Genomics Statistics Number of Herds: 1, Prog Analysed: 22, Genomic Prog: 18




BORN  23/02/2019

Reference Sire BRIDGEWATER QUANTUM QO007"Y IDENT  BONQOO7
REG’N HBR
CRABEXTOR 872 5205 608" TC TOTAL 4107
G AR PROPHET® LAWSONS NOVAK E313*V
G A R OBJECTIVE 1885* LAWSONS PREDESTINED B770%
AMF,CAF,DDF,NHF,DW-
SIRE: QMUM13 CLUNES CROSSING DUSTY M13?Y DAM: HIOL28 AYRVALE LILYFIELD L28"Y F MAF.MHF OHF OSF RGF
TE MANIA BERKLEY B1?Y TUWHARETOA REGENT D145 ! ! ! e
CLUNES CROSSING GLORIOUS G1%¥ AYRVALE HEIRLOOM H19%
TE MANIA LOWAN A1* AYRVALE EDGE E5"Y
TACE| April 2023 TransTasman Angus Cattle Evaluation Sﬁlsgsgsn
O CE CE | Gest. | Birth | 200 | 400 | 600 . Dto | Carc Rib | Rump o o
Dir | Dtrs | Lgth. | Wt. | Wt | Wt | W MCW | Milk |Scrotal calv | wt. EMA Fat Fat RBY% | IMF% | NFI-F | Doc | Claw | Foot | Leg | SA | SA-L
EBV | -29 | -1.7 | -6.1 | +5.4 | +63 | +99 |+131 | +98 | +21 | +0.1 | -6.6 | +83 | +7.6 | -0.5 | -1.8 | +0.4 | +2.9 |+0.04| +30 |+1.02+0.84|+1.06 $248$382
ACC | 71% | 58% | 92% | 91% | 88% | 84% | 84% | 80% | 69% | 76% | 47% | 74% | 69% | 72% | 72% | 66% | 72% | 61% | 82% | 70% | 70% | 68%

Traits Observed: BWT,200WT,400WT,600WT,Scan(EMA,Rib,Rump,IMF),Genomics Statistics Number of Herds: 6, Prog Analysed: 50, Genomic Prog: 37

BORN  30/03/2019

Reference Sire WARRAWEE QUORUM Q19% IDENT ~ QKBQ19
REG’N HBR
BOOROOMOOKA UNDERTAKEN Y145 TE MANIA BERKLEY B1?Y
RENNYLEA EDMUND E117Y PATHFINDER GENESIS G357%Y
LAWSONS HENRY VIII Y5 PATHFINDER DIRECTION D245%
SIRE: NORK522 RENNYLEA KODAK K522 DAM: QKBN16 WARRAWEE GENESIS BETH N16* AMFU,CAFU,DDFU,NHFU
TE MANIA BERKLEY B1?Y CARABAR DOCKLANDS D62
RENNYLEA EISA ERICA F8107 WARRAWEE D62 BETH J24"
RENNYLEA EISA ERICA C299% WARRAWEE C402 BETH G3* i
TAFE April 2023 TransTasman Angus Cattle Evaluation Sﬁlggsgsn

CE CE | Gest. | Birth | 200 | 400 | 600 ) Dto | Carc Rib | Rump o o
Dir | Dtrs | Lgth, | Wt. | W | Wt | Wt MCW | Milk |Scrotal & | i EMA B - RBY% | IMF% | NFI-F | Doc | Claw | Foot | Leg | SA | SA-L

EBV | +7.7 (+7.2| -6.7 | +3.9 | +52 | +86 |+113 | +119| +8 | +3.3 | -5.7 | +59 |+10.2| +1.1 | -0.4 | +0.7 | +1.8 | -0.04 | +20 |+0.94+0.88/+0.88
ACC | 66% | 55% | 75% | 82% | 81% | 81% | 82% | 78% | 68% | 76% | 49% | 73% | 71% | 73% | 73% | 68% | 73% | 61% | 58% | 66% | 66% | 66%

$208|$384

Traits Observed: 200WT,Genomics Statistics Number of Herds: 2, Prog Analysed: 26, Genomic Prog: 17



